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In vitro model of tumorigenesis
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JAK1 activating mutations
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Schematic modeling of JAK1 structure
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JAK1 activating mutations : kinase domain
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Western Blot

JAK1 F958V is resistant to JAK inhibitor I
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JAK1 F958YV is resistant to INC424
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JAK1 and ABL1 hinge regions
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Alignment of the human JAK1 and ABL protein sequences around hinge region
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The JAK2 Y931C mutation - autonomous proliferation
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The JAK2 Y931C mutation - autonomous proliferation
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The JAK2 Y931C mutation - autonomous proliferation
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The JAK2 Y931C mutation - INC424 response
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The JAK2 Y931C mutation - INC424 response
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