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Western Blot

JAK1 F958V is resistant to JAK inhibitor I
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   F958V/ C/ S/ L ( JAK i nhi bi t or s)
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      .:|.||:..|:|.:||.: |:.

            ABL1 312 YIITEFMTYGNLLDYLRECNRQ    333
 T315I / A/ S ( I mat i ni b)
  E316D
   F317L/ I
    M318A
       G321V

Alignment of the human JAK1 and ABL protein sequences around hinge region 

JAK1 and ABL1 hinge regions
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BaF3 cells - H3-Thymidine incorporation
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